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POLYMORPHISM OF THE MODERATE NON-RACE-SPECIFIC DISEASE RESISTANCE GENE 
Sr2/Lr27 AND Lr34/Yr18/Pm38 IN BREAD WHEAT CULTIVARS OF NSC «INSTITUTE OF 
 AGRICULTURE NAAS» BREEDING 
Aims. The object of our investigation is allelic state identification of Sr2/Lr27 and Lr34/Yr18/Pm38 gene in 
bread wheat cultivars of Polissia. Methods. Allelic state of the Lr34 gene was identified with the molecular-
genetic marker caISBP1 use and marker for Sr2/Lr27 locus was csSr2. Results. In five cultivars (13,5 % of 
the total number) was detected the «Marquiz-allele» and rest had the «null allele» of Sr2 locus. The «resis-
tant» allelic state of Lr34 gene (Lr34+) was identified in 11 cultivars (39 %). The «susceptible» allelic state 
of Lr34 was identified in 9 wheat cultivars (32 %) and 8 (29 %) cultivars showed polymorphism at the Lr34 
locus. Conclusions. It is necessary to involve in wheat breeding process the Lr34 and Sr2 gene, because it is 
valuable source of disease resistance. 
Key words: stem rust, Ug99, bread wheat, resistance, Sr2, Lr34. 
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CHROMOSOME MARKERS STUDY OF RAPE VARIETIES OF RUSSIAN AND BELORUSSIAN  
SELECTION 
Aims. Dependable marking of rape chromosomes is necessary for breeding of agriculturally important 
varieties. Using chromosome markers the karyotypes of 13 spring and winter rape varieties of Russian and 
Belorussian selection were studied. Methods. C-, DAPI-banding and FISH with 26S and 5S rDNA were 
used. Results. More informative C/DAPI-banding was obtained by using DNA intercalator 9-aminoacridine, 
and rape chromosome identification was made. 26S and 5S rDNA loci were localized on chromosomes 4, 5, 
6, 8, 10, 14, 15, 16 and 18. Intra- and intervarietal polymorphism of these chromosome markers was found. 
Conclusions. The generalized species karyogram that included all the alternates of C/DAPI-patterns as well 
as 26S and 5S rDNA localization was constructed.  
Key words: rape varieties, chromosome markers, polymorphism. 
 
 
 

 . .,  . .,  . .,  . . 
         

, 450054, . ,  , 71, e-mail: insect@anrb.ru 
 

  -3    
 

     
    -

      (  -
   )   

    -
    -3  

   9- -2 -
  (9- ) –  -

     [1, 
2].       
  ,   

 .  ,  ,  
 ,   -

 ,  :  -
        -

,    . 


