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THE PRINCIPLES OF EVOLUTIONARY AND ADAPTIVE SIGNIFICANCE OF THE  
ORGANIZATION OF SPECIES GENOMES AND THEIR USE IN SELECTION 
Aims. The study of the genetic aspects of speciation and adaptation, wich was conducting by me for about 40 
years, revealed a number of genetic parameters that distinguish evolutionarily labile species (speciation gen-
erators) and evolutionary conservative species (terminal units phylogenetic chains). Results. Identified pa-
rameters of structural and functional organization of the genome in the generators speciation species and the 
inert (conservative) species in terms of speciation characterize evolutionary heteropotention species genomes 
and nonequivalence species in relation to natural selection, and probably to the artificial selection in breed-
ing. Conclusions. In breeding work should be preferred species (among closely related groups), having the 
following parameters: a smaller number of chromosomes, low levels of recombination, high intraspecific 
chromosomal polymorphism, on chromosome heterochromatin dispersed and mobile genetic elements, the 
presence of diffuse chromocenters. 
Key words: speciation, adaptation, selection, genome organization. 
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AWN PROMOTER GENES IN GENOMES OF TRITICINAE 
Aims. Identification of Triticinae group of homoeologous chromosomes in which awn promoter is localized 
in Aegilops species. Determination of genetic control of awns development in wheat-goatgrass introgressive 
lines. Methods. Visual assessment, study of chromosome configurations at meiosis M1 in PMCs, protein 
electrophoresis in PAGE, PCR with primers to chromosome-specific SSR loci, statistical methods. Results. 
Association between electrophoretic spectra components controlled by 6 group chromosomes and awn de-
velopment gradations has been determined. Awn promoter awnP has been localized in the homoeologous 
chromosomes group 6 in goatgrass. Hybridological analysis has shown semi-epistatic nature of B1 gene as to 
awnP and bn genes. Awned lines have deletion or mutation of 1 gene. Conclusions. Gene-promoter awnP is 
localized in Ssh, S, U chromosomes of tree Aegilops species, and this gene hypostatic to dominant inhibitor of 
awn development B1. Gene bn in 6D chromosome is also hypostatic to 1 gene. 
Key words: Awn development, SSR-loci, Triticinae, goatgrass. 
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